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Results and Conclusions
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Objectives

Figure 4. Host range assay for 10 bacteriophage isolates purified from peach leaves showing symptoms of bacterial spot. Bacteria included in host range assay
include several strains of Xanthomonas arboricola pv. pruni along with other Xanthomonas spp.

1. Isolate bacteriophage from Xanthomonas infected
peach leaves.

2. Test host range of bacteriophage isolates.

3. Characterize genome of select bacteriophage
Isolates.

* |nitially, the protocol for isolating phage from leaf tissue was optimized for our lab conditions.
* A host range assay was performed utilizing 10 bacteriophage isolates and 16 bacterial hosts.

* The results in Fig. 4 indicate that there are two distinct bacteriophages isolates with similar host range

Methods and plaque morphology.
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